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Est. Omicron prevalence since identification
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Source: https://outbreak.info/situation-reports/omicron (online) update: 21-DEC-2021 11.52



https://outbreak.info/situation-reports/omicron
https://outbreak.info/situation-reports/omicron
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Omicron Sublineage
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Earliest # #
Lineage Most common countries date designated assigned Description

United States of America 22.0%, 2021-11-15 0 37 South Africa and Botswana lineage, from Omicron
B.1 .1 . South_Africa 19.0%, Botswana pango-designation issue #343
16.0%, Switzerland 14.0%, Nepal

529 5.0%

United Hingdom 64.0%, 2021-08-16 155 12806 Alias of B.1.1.529.1, from pango- Omicron
BA.1 South_Africa 9.0%, United States designation issue #361

of America 7.0%, Australia 2.0%.

Denmarhk 2.0%

South_Africa 59.0%, Canada 2021-11-17 6 22 Alias of B.1.1.529.2, from pango- Omicron
BA. 23.0%, United Hingdom 9.0%. designation issue #361
Australia 5.0%, Denmark 5.0%

South_Africa 78.0%, United 2021-11-25 5 9 Alias of B.1.1.529.3. from pango- Omicron
BA. Kingdom 11.0%. Botswana 11.0% designation issue #367

AgNUTIZUIANANIILAaNAD BA.1

Source: https://cov-lineages.org/lineage_list.html (online) update: 21-DEC-2021 11.52


https://github.com/cov-lineages/pango-designation/issues/343
https://github.com/cov-lineages/pango-designation/issues/343
https://github.com/cov-lineages/pango-designation/issues/361
https://github.com/cov-lineages/pango-designation/issues/361
https://github.com/cov-lineages/pango-designation/issues/361
https://github.com/cov-lineages/pango-designation/issues/367
https://github.com/cov-lineages/pango-designation/issues/367

mut (nuc) Gene Mut(aa) BA.1 BA.2 BA.3

C21618T S T19I Y d 11 1 1
QoL el o s ' ldentification of Omicron
C21762T S AGZ\L Y Y
21765_21770del S |del69/70 ¥ Y
C21846T s T95] Y Y
G21987A (outlier);S ~ Gl142D Y Y Y Omicron lineage screening by RT-PCR
21987 21995 S del143/145 Y Y
Uy 22194 22196del S N211l Y Y
722200G S V213G Y o pe
g G22578A S G339D Y Y Y RT-PCR specific
— 226747 S S371F Y Y . Potentially Omicron
- T22673C, C22674TS $371L Y S gene mutation 4
(O T22679c s $373P Y Y Y
"5 C22686T S S375F Y Y Y
A22688G S T376A Y HV69-70deletion +/ -
&= G22775A S D4Q5SN Y Y
G22813T S K417N Y Y Y
OI T22882G S NZZ0R Y Y Y K417N +
G22898A S G446S Y Y
@ G22992A S SAZIN ¥ ¥ ¥ | 452R -
O 22995 S T478K Y Y Y
A23013C s E484A Y Y Y
M  A230406 S Q493R Y Y Y T478K +
= G23048n s G496S Y
A23055G S 98R Y Y N501Y +
A23063T s N501Y Y Y
T23075C S Y5O05H v Y
C23202A s T547K Y
A23403G s D614G Y Y Y
€23525T s H655Y Y Y Y
7235996 s N679K Y Y Y
C23604A S P6S1H Y Y Y
C23854A S N764K Y Y
G23948T s D79%Y Y Y Y Confirmed and Identified sub-lineages by WGS
C24130A s N856K Y
A24424T S Q954H Y Y Y
T24469A S N969K Y Y Y
C24503T S L981F Y .




Update on Omicron

Transmissibility 5 .
NANTSAN®IAIN University of Hong Kong LUS8Ufisun1sAnLyatasinaa uIuvas Omicron vs. Delta vs. Original Wudn

Bronchus Lung
LS k¥ - - ’
T jose — *%*  waanad (human bronchus)
7 . — 7 Omicron: .. . a % 2 o \ o v a \
o g omicror: 10times <original = Original Omicron faauaziuduIulAzIN31 Delta waz SEWUGAWAN 70 Wi
10 . 104+ I I =3 Delta
= 104 - =3 Omicron . M v J
E Erord ] I | Omicron WW3lAL3aNn3
N Emmz
2 1024 =
101 bk g *%* Uan (lung tissue)
100-L1LL . 10011 . ; & 1o o 2 oo
24 48 24 48 Omicron ﬁﬂL%@%Uﬂﬂlﬂuaﬂﬂ’m
Hours Post Infection Hours Post Infection

1 X . = v 1
213U409 Omicron HAITNIUINUYNIT

wsi Omicron variant §13130MaUNNANNUNIAINIATUNIDLALAALYBNINDY
ASHUNINTIN A9R84LE152I9N15AALYE Omicron

Dr Michael Chan Chi-wai and team School of Public Health, HKUMed. 15 December 2021 , under peer review for publication



Update on Omicron

Transmissibility

124 1 . = o 14
Fayaa1n UK wu31 Omicron fignsndonas
vafauraiaUledulsn (secondary
attack rate) §9n71 Delta

Secondary attack rates for contacts of cases with Omicron

and Delta
AGHIE d18Wug | secondary attack rate
oA Omicron 15.8% (14.3%-17.5)
Tunsusou
Delta 10.3% (10.1%-10.5%)
1N Omicron 8.7% (7.5%-10.0%)
ATISBU  Delta 3.0% (2.8%-3.2%)
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SARS-CoV-2 variants of concern and variants under investigation in England: technical briefing 32

Ref: UKHSA publications gateway number GOV-10717PDF, 2.61 MB, 38 pages
https://www.gov.uk/government/publications/investigation-of-sars-cov-2-variants-technical-briefings



https://assets.publishing.service.gov.uk/government/uploads/system/uploads/attachment_data/file/1042046/Technical_Briefing_32.pdf
https://assets.publishing.service.gov.uk/government/uploads/system/uploads/attachment_data/file/1042046/Technical_Briefing_32.pdf
https://assets.publishing.service.gov.uk/government/uploads/system/uploads/attachment_data/file/1042046/Technical_Briefing_32.pdf
https://assets.publishing.service.gov.uk/government/uploads/system/uploads/attachment_data/file/1042046/Technical_Briefing_32.pdf
https://assets.publishing.service.gov.uk/government/uploads/system/uploads/attachment_data/file/1042046/Technical_Briefing_32.pdf
https://assets.publishing.service.gov.uk/government/uploads/system/uploads/attachment_data/file/1042046/Technical_Briefing_32.pdf
https://assets.publishing.service.gov.uk/government/uploads/system/uploads/attachment_data/file/1042046/Technical_Briefing_32.pdf

Update on Omicron

United States: 9/12/2021 - 12/18/2021

Transmissibility B

f\i’m’mﬁﬁmﬁaawﬁuéj
Omicron luanigasn
FauTuann 12% @y 73% o
Tunilsduav

WHO label Lineage & USClass %Total 95%PI

Delta B.1.617.2 VOC  26.6% 5.1-65.8%
Omicron B.1.1.529 VOC  732% 34.0-94.9%
Other Other* 0.1% 0.0-0.4%

*

Enumerated lineages are US VOC and lineages circulating above 1%
nationally in at least one week period. "Other" represents the aggregation
of lineages which are circulating <1% nationally during all weeks
displayed.

**  These data include Nowcast estimates, which are modeled
projections that may differ from weighted estimates generated at later

1
1
= dates
= = Iy by m m m by E m m by = m #  AY.1-AY.125 and their sublll:leages are aggregated with B.1.617 2.
- = = = = = - P - - —~ . ~ . BA.1 and BA.2 are aggregated with B.1.1.529.
o e o o =) Il o D ! = = — — o
4 o0y 0y o2 o4 2 5 42 4o om0 -
¢ & 5 5 § g g = 3 3 39 = g8

Collection date, week ending

Source:https://covid.cdc.gov/covid-data-tracker/#variant-proportions



Imperial Coliege COVID-189 response [eam

U pd ate On Omicron 22 Decemnber 2021

Report 50: Hospitalisation risk for Omicron cases in England

Meil Ferguson®, Azra Ghani, Wes Hinsbey and Erik Volz on behalf of the Imperial College COVID-18 response

Severity teil?

WHO Collaborating Centre for Infectious Disease Modelling
MRC Centre for Global Infectious Disease Analysis, Jameel| Institute, Imperial College London

'Cormespondence: nell ferguson@imperial.ac uk

Hospitalization risk for Omicron cases in England

Imperial College COVID-19 ) ANuLELsluNISNFUSNwMls e uIavee e F
response team U1 WeaneUg Omicron anadilaiguiun1sAniaaINaIe

Wuﬁ: Delta

AL IR ERETIN dhdnendl sw. ueulsweruna 1 Suduly
Delta 50% 61%
Omicron 20-25% 40-45%

Report 50: Hospitalisation risk for Omicron cases in England

https://www.imperial.ac.uk/media/imperial-college/medicine/mrc-gida/2021-12-22-COVID19-Report-50.pdf




Update on Omicron

Severity

Early assessment of the clinical severity of the SARS-CoV-2

Omicron variant in South Africa

Omicron Others adjusted odds ratio
Group P-value
SGTF infection | (non-SGTF infection) (95% Cl)
YBULSINYIUNA 2.5% 12.8% 0.2 (0.1-0.3) | <0.001
271NN 21% 40% 0.7(0.3-1.4) | 0.302

N1sAnwlukensn AL 1 fanau - 30 NeAINIEU 2564 WU
fSeuaziinsunissnwlulsanenuisanauiiowSeuisuiuaneiugaus aegnailile

Tyunneneiu

Source: https://www.medrxiv.org/content/10.1101/2021.12.21.21268116v1
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| Centers for Diseqse | J VAcane
Control and Prevention

AAnRaug Omicron nelnsuindu v3e WneRAnlaNINaUAIAT

' 2zliannissunseiianas Wewisudu fitlsineldsutady
(CDC COVID-19 Response Team, 17 Dec 2021)



Update on Omicron

People with People with
two shots two shots and booster

Latest on Omicron Variant and COVID-

. . 104+
19 Vaccine Protection §
= e
g 10°
® Vaccine boosters M lszau Antibody NAUUILUA >
(o] A
awu %qmmmﬂa\‘mumsmLﬁzjamaamquawaﬂﬂ = L -
imes
ﬁ’]lﬁﬁmjﬁ)ﬂﬂ‘L!ﬂ’]'ﬁLﬁ‘EJ"U’JG]‘Wi@ﬂ’]ilﬂﬂ@’]ﬂ?’i’i‘ULLNﬁ]’]ﬂﬂ’ﬁ = 10'- more protection
Aol
’ Original ~ Omicron Original ~ Omicron
virus virus

Posted on December 14th, 2021 by Dr. Francis Collins

* N13AAIATULTIN 3 VIWLNLUSZANSATNANS

Jasfiuanuguussvadisald 25 windawisuiunisdaindu 2 1

Source: https://directorsblog.nih.gov/2021/12/14/the-latest-on-the-omicron-variant-and-vaccine-protection/


https://directorsblog.nih.gov/author/collinsfs/

B.1.1.7 (Alpha)

N153UNE1ENUTNLHIT I

UIULAATINNUTUNANEIWUTEATY (578)

B.1.617.2 (Delta)

B.1.351 (Beta)

B.1.1.529 (Omicron)

LUAFUN
1.8, 99 20 5.A. 9 _— 1.8, 89 20 5.A. 019 _— 1.9, D14 20 5.0. 9 . 1.8, B9 20 5.0. 09 i
19 5.. 64 23 5.0. 64 19 5.0. 64 23 5.0. 64 19 5.8. 64 23 5.0. 64 19 5.8. 64 23 5.0. 64
a1 571 571 2119 29 2148 0 0 1 0 1
LR 2 600 600 787 45 832 0 0 0 0 0
LU 3 197 797 907 907 0 0 0 0 0
LR 4 644 644 1486 5 1491 0 0 3 14 17
UM 5 198 198 586 50 636 0 0 4 0 q
LR 6 1942 1942 6544 73 6617 3 3 4 6 10
LU 7 27 127 1499 15 1514 0 0 0 21 21
LR 8 586 586 2093 62 2155 5 5 0 1 1
LR 9 158 158 331 11 342 0 0 0 0
1w 10 80 80 249 249 0 0 0 0
e 11 401 401 683 31 714 51 51 9 5 14
R 12 2939 2939 3514 294 3808 629 629 0 5 5
R 13 4960 4960 12857 117 12974 q q 42 90 132
XL 14,603 0 14,603 33,655 732 34,387 692 0 692 63 142 205
29.27% 68.92% 1.39% 0.41%
RUNBAE © NSUINEFIERSISUIRTE NS E S InsanaenLSseaan L S TUT W, 64 - 23 5.0, 2564 Jaua 31052 UU CO-LAB 2 fu 23 SU1N1AY 2564 1781 12.00.U.
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43.5% AU 207 A2DEY
56.5%
¥ B.1.1.7 (Alpha)

B.1.617.2 (Delta)
ANNTA

7.8%

M B.1.351 (Beta)

M B.1.1.529 (Omicron)

83.8% ‘ o o
FTUIU 667 MDY

AMWSAIUNIUTLNA 3MUIU 874 Q298149
92.2%
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Joya 91n5EUU CO-LAB 2 au 23 5u1AU 2564 1181 12.00.1.
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Real-time RT-PCR 1-2 days

Target sequencing 3 days

Whole genome sequencing 5-7 days
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