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N1 UNEIYARUTNLE1 TS

UIERARIIWUTUNAUEBRUGEAY (518)

bUA B.1.1.7 (Alpha) B.1.617.2 (Delta) B.1.351 (Beta) B.1.1.529 (Omicron)
GREIMVAN 1 w0, 64 fi fl.a. B 1.8, 64 B9 2 il.a. s 1 W.g. 64 B 12 fl.a. fa 1.8, 64 B9 fl.a. B
11 3i.a. 65 8 4.9. 65 a4 11 3i.p. 65 8 4.0. 65 e 11 3i.p. 65 18 41.A. 65 He 11 4.a. 65 .. 65 e
R 1 0 0 578 578 0 0 1184 96 1280
LU 2 0 0 704 704 0 0 689 a4 733
bR 3 0 0 201 201 0 0 194 10 204
1R 4 0 0 380 380 0 0 772 66 838
LR 5 0 0 576 576 0 0 626 39 665
LR 6 0 0 1522 1 1523 0 0 3830 206 4036
LR 7 0 0 537 537 0 0 2811 145 2956
LU 8 0 0 1548 1548 0 0 1486 42 1528
U6 9 0 0 178 178 0 0 403 4 407
e 10 0 0 81 81 0 0 201 29 230
L 11 2 2 496 496 1 1 2946 202 3148
R 12 13 13 3630 3630 2 2 1260 175 1435
1R 13 0 0 1012 1012 1 1 9759 923 10682
374 15 0 15 11,443 1 11,444 q 0 q 26,161 1,981 28,142
0.00% 0.04% 0.05% 28.90% 0.00% 0.01% 99.95% 71.06%
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NEURLAUNIRINAYEINA
0.0%) [0.0%] [0.0%[0.0%) [0.0%0| [0.0%) [0.2%) [0.2% | 8.8%) s

A O sorroiy pemeo
26.6%
91.1% 96.6% f| 96.5% [ 98.3% [ 99.3% [} 99.4% | 98.9% [100.0%f 99.8% [§100.0%§100.0%
o

44.5%
30 1.A.6 W8, -20 WO, 27 We. 4 6.A. - 11 5.A. 20 5.A. 27 24.A. -9 1A - 16 4A. 23 14.A. 30 WA 5 AW, -12 AW, 19 AW, 26 NN, 5 dl.a. - 12 5.0

(%)

OB 6-3%0, 0:0 %0, 0:0 %, 8-1%%; 0:0 %061 %,6-1%%,8:-2%0,0:0 %,0:0%,0:0%
7.4%

2.8%

11.4%
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TYATVNITNUIUAIDYWYINUUA

17.1%

29.9%

(%)

50.8%

o

82.89% 1-1%
100.0%100.0%100.0%100.0%
73.0%
55.3%
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71.1%
S5WE. 12y, -26 -35.A.105.A. -19 -26 5.A.64-8uA 150A -22 -29 -4awllaw -18 -25 -4da 113a -18

64 64  We. 64 64 64 5.A.645.A. 64 1uUA. 65 65 U.A. 65U.A.65 65 65 NN 650N 65 65 65 3.A. 65
65

v

U

96.6%
99.5% | 99.6% 100.0% 100.0% 99.9% 8>%

N 9950 | 99.6% | 99.79 | 99.99
97.9% 99.5% | 99.6% 9./% 99.9%

92.6%
88.6%

82.9%

o

ngudug luuszme

70.0%

(%)

0.5%0.3%] 0.0% 0.0% 0.1% 0.0% (0.1% 0.1%) |0.2% 0.0% 0.0% 90%0 10.1% 7.9%

27.7%
42.5%
59.6%
85.8%
99.5% 99.6%100.0%100.0%99.9%100.0%99.9% 09,99 [ 92.1% [ 96:2% 97.3% Ml 99.3% [ 99.6% [ 99.6% [ 99.9%
83.8% °
72.3%
57.5%
40.2%

30 f.A.6 WY, -13 Wo. 20 We.27 We. 4 5.A. - 11 5.A. 20 5.A. 27 2 1.A. -9 1A -16 4.A. 23 1.A. 30 1.A.5 NI, -12 AW, 19 AN, 26 N5 H.A. - 12 ..
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SwWe. 12We. 19 We. 26 We. 35.A. 64 105.A. 195A. 265.A. 5.A.64-8uA 65 151.A. 228A. 29uA. 4AN.  11An 18w 25nw 4iA 65 113a. 18dla.

64 64 64 64 64 64 64 1u.A. 65 65 65 65 65 65 65 65 65 65 - -
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AaIUENgNUSEDY Omicron 310 SNP/Deletion : 5813192 12-18 i.A. 65

9

Omicron lineage
o ¢ SNP/Deletion
AOUILEIANITNGID ,
: (Potentially)
B.1.1.529 BA.1 BA.2 Total
NAUNLAUNINTISIVDIUIING
vy 12 171 336 519
(SQ, AQ ,Sandbox, Test and Go)
nguduq anelulszine 84 235 1143 1462
SN INIUA 96 406 1479 1981

NUBWA 1 NIUINIAIERINITUNNIENTETnTIananenusuaulaUsEInARUATUN 1 .. 64 - 18 3l.A. 2565
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dauangiiugeay Omicron 310 SNP/Deletion : 5$13193u#l 12-18 i.A. 65

21.5%

B BA.1 (Omicron)

m BA.2 (Omicron)

78.59

78814 Potentially Omicron Muwgneanenugtiosls 37uIu 1885 faaeing

nBWe : NINAIMEIAIERsNIsLINdEseimsanatenunaslaussmAnuAdun 1 w.e. 64 - 18 .a. 2565
Joya o4 18 A 2565 1Ian 18.00.u.
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33.7%

66.3%

U 507 A19819

naudug luuszne

17.1%

AMUIU 1378 A1984




aduEN8WUgEay Omicron 31N SNP/Deletion : 5813193UM 5 - 18 81.A. 65
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33.7%
52.1% 38.6% 45.7% 39.7% 6
81.0%
66.3%
47.9% 55.1% 54.3% 60.3% b
19.0%
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5An. - 11 A 120w, - 18 AW, 19 An. - 25 AN, 26 N, - 4 il

LY

65 65 65 65
50.9%
W BAL 462 1299

26.7%

[o)
W BA2 105 637 18.5%

67.1%
81.5%
509 - 11 N, 632 N, - 18 N, 659 AN, - 25 AW, 626 AN, - 4 5.A. 655 il.A. - 11 H.A. 6512 H.A. - 18 8l.A. 65
1 = | 61
nguaue tudssine
17.1%
32.9% 29.8%
’ 49.1%
18.5%
f.a.- 11 il.a. f.p. - 18 il.. 82.9%
70.2%

£

ﬁﬁaaﬂa Q4 18 1l.A. 2565 13@1 18.00.4. 504, - 11 N, 6512 A - 18 1., 639 N, - 25 AW, 6526 N, - 4 1.A. 655 d.a. - 11 3.A. 6512 3.A. - 18 §l.A. 65



dndauanenugas BA.1 Uag BA.2 LENAMNMUAFUAIN : nguateluUszmne

Rt/ sewineYuil 12-18 f.a. 65 - -
e LUNEUVAIN fnaIuY fnaIu
]
‘. dnenwugeos BA.1 Anenugeos BA.2

1 26.04% 73.96%
2 15.91% 84.09%
3 20.00% 80.00%
4 9.09% 90.91%
5 41.03% 58.97%
6 22.01% 17.99%
7 21.38% 78.62%
8 45.00% 55.00%
M BA.1 (Omicron) 9 66.67% 33.33%
10 20.69% 79.31%
11 10.71% 89.29%
® BA.2 (Omicron) 12 10.61% 89.39%
13 11.79% 88.21%



AAFIUVIINFUADENNFUATIVFE1INUY wasLENEdI8WUEdY Omicron 1o

5YU3N1UT 12-18 5.0, 65

N = 1463

137% (30,

m dRnenelnitwadistannsauuszma (National prevalence)
B NFUAUNIRINANYTEWA (SQ, ASQ, LQ, Sandbox) 53uA19A12
anasultiias
NENNDINTITTULTS Laz/v3e WHBTIn Ynse
B NENYABINTNNITUNNE
m anwardue Nasdeladaaenusiui wu A1 Ct Andund
m Adawasvi (RadidruiugRaauinndi 50 aulupdsines)

o

w ngugnlasuiaduasuanunuel (fully vaccinated)



andIuvaINgUA2g 198 TUUTEIMANEUNTIVEIBNUT HazlenaI8WUgeas Omicron 1o

-5¥3195ufl 12-18 H.a. 65

MUY dndruna8g

A70E19 d18WUg BA.2

AanwoTelaliiedsaanmsmyss e

| 1119 85.43%
(National prevalence)
NANUARINTNINTHNNE 51 84.31%
anwazdue NasdeliSaaneiuglva wu A1 Ct findung 20 75.00%
NANNBINTITTURIY LAL/930 LF8TIN VN Y 94 60.64%
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BA.2.3
34

LAUNIUTIUTLNA

Earliest # #

date designated  assigned

United Kingdom 43.0%, Denmark 27.0% Germany 6.0% India 60%,  2021-1i- 14 364104 Alias of B11529.2, from pango- Omicron
Sweden 3.0% 09 designation issue #361
532 0 Alias of B11529.2], UK lineage
68 0 Alias of B11529.22, Hong Kong
lineage
1938 0 Alias of B11529.23 lineage in

Philippines and other countries

1 Y [=|

« faldfidouatfioanonayUssiiin
AINNAIUTITALUNITUNINTEINY AT
JULSIVBILIA %38 NIINANULTATUVDS
aneiugeyes BA.2.2, BA.2.3
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Tu™ EpiCoV™ My profile
You are logged in as Pilailuk Okada - logout

EpiCoVv™ | Search | Downloads | Upload

Search ¥ Reset filters Registered Users EpiFlu™ EpiCoVv™ My profile
EPL_ISL ID Virus name | | " Complete® EpiCoV™ | Search | Downloads | Upload
Location ‘ . Host | - High coverage(?) Search ¥ Reset filters
Collection ‘ ‘ to ‘ / Submission | | to ‘ ‘ Low coverage excluded (%)
Clade [fan %) Linea7( BA/| \suhstltutians@ [ g varents T With patient status(®) EPI_ISL ID :‘ Virus name | ] ~ Complete ()

BA.1 ~ Collection date complete(?) Location I <& ost [ \,‘ High coverage(®)

BA.1.1

Under investigati ) y e
BA2 . naer investigation Collection I ] to V | Submission [ | to I Low coverage excluded (%)

BA3
Virus name \ %sage de Accession ID ~ Collection da Submission L (1) Length Host Location Originating Clade all - Lineie BA.2 v Substitutions (7) Spike_11221T] v Variants s J With patient status(%)
Rloldariound; v X Collection date complete (%)

Under investigation

z

Virus name Passage de Accession ID Collection da° Submission C Length Host Location Originating

hCoV-19/Australia/QLD0x00D204/2022 Original EPI_ISL_11207686 2022-03-16 = 2022-03-21 29,746 Human Oceania / Austra Pathology

@
®
hCoV-19/Australia/QLD0x00D203/2022 Original EPI_ISL_11207685 2022-03-15 2022-03-21 (i) 29,746 Human Oceania / Austra Pathology
.
Ol I "cron = hCoV-19/Australia/QLD0x00D202/2022 Original EPI_ISL_11207684 2022-03-16 = 2022-03-21 = (1) 29,746 Human Oceania / Austra Pathology
&

hCoV-19/Hong Kong/VZ22018111/2022 Original EPI_ISL_11204781 2022-03-05 2022-03-20 29,724 Human Asia / Hong Kon¢  SUPPORT

B.1.1.529 hCoV-19/Hong Kong/VZ22018105/2022  Original ~ EPI_ISL_11204780  2022-03-05 = 2022-03-20 29,724 Human  Asia/Hong Kong SUPPORT
Su b|lheages BAJ . BAJ -1 A BA.1'2 - hCoV-19/Hong Kong/VZ22018104/2022 Original EPI_ISL_11204779 2022-03-04 2022-03-20 Q-> 29,724 Human Asia / Hong Kon¢  SUPPORT
BA.].3 . BA.1.4 o BA.1.5 . BA.].G - e ? 3 } & 1:'?;:' hCoV-19/Hong Kong/VZ22018103/2022 Original EPI_ISL_11204778 = 2022-03-03 = 2022-03-20 = <!> 29,724 Human Asia / Hong Kon¢  SUPPORT
B A 1 7 B A ] 8 B A ] 9 B A 1 1 0 . 2 o1 2% 03 2% hCoV-19/Hong Kong/VZ22018090/2022 Original EPI_ISL_11204777 2022-03-03 = 2022-03-20 Q} 29,724 Human Asia / Hong Kon¢  SUPPORT

VvoC Nov | Dec | Nov | Dec | Nov CoV-197FoRg Kong/VZ22018089/2022 Original EPI_ISL 11204776 2022-03-04 = 2022-03-20 <> 29,724 Human  Asia/Hong Konc SUPPORT

Total: 1, 017 viruses

BA.111-BA112-BA.113-BA.113.1- 2021] 2021 | 2021 | 2021 | 2021 12 3 45 > EPISET Select Analysis Download
Vol South
BA.].14 o BA.1.15 ® BA.].]S.] o BA.2 ¢ . 2,206,727 ant note: In the , you have accepted certain terms and conditions for viewing and using data regarding influenza viruses. To the extent
Afric Lhe Databiase contains data relating to non-influenza viruses, the wewwg and use of these data is subject to the same terms and conditions, and by viewing or using such data you agree to
BA_3 VUM be bound by the terms of the in respect of such data in the same manner as if they were data relating to influenza viruses.
Classifications of Omicron lineages de-
o escalated

are in flux. (read more)

WHO: Omicron
Nextstrain: 21K, 21L
GISAID: GR/484A
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3AN1sauNTglaniatng 1Welisa SARS-CoV-2
anNaNTENIEIgRuglelnTauLALLARAY
(BA.1 x AY.4 recombinant) #38 “man1Asau”

About us Database Features Events Collaborations Resources

Registration Help

Tracking of Variants
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GKA (AY.4/BA.1) first detected in France

EpiCov™ | Search | Downloads | Upload

As of 22 March 2022 - 0852UTC, 5 countries shared 64 GKA genome sequences with unprecedented speed from sample collection to

1 a 6 a
M ofacked variant occarencs * dnulushiununaluaanledinseu (BA.1)
Location ‘ - ‘ Host ‘ - ‘ (] High coverage(® .
Circle size proportional to number of variant genomes, zoom inlo region for more detail. Color by recency with red being most recent Collection | J o[ | submisslon [ J to [ J DLow coverags exduded®
Clade [GKA  ~] Lineage | v Substitutions@ | v Variants | | JWith patient status@ 1 1
s () Collection date completa® 1 = 12 Y = U Y a o
. ° aQUIU3WUWWUﬁu7%Q1?3?{16ﬁ PANHITUIU
O Vius name Passage d¢_Accession ID Collection da_Submissien T @  Length Host Location Originating
o hCoV-19/F rance/HDF -biopath-7744163358  Original EPI_ISL_11222742 = 2022-02-25 2022-03-21 ML 29799 Human Europe / France  Centra d ¥
(=] hCoV-19/France/HDF -biopath-7747041346  Original EPI_ISL_11222740 2022-02-25 2022-03-21 ML 29793 Human Europe / Franca  Pola Au L(I_J uGlJ ’e] q Lﬂ a G] r] (AY . 4)
[] | hCoV-19/France/HDF-blopath-7744163382 Orginal | EPIISL 11222734 | 2022-02-25 20220321 L 29793 Human  Europe/France Centre
(m] EPIISL 11200534 2022-02-24  2022-03-21 ML 20799 Human Pole Au
(m] EPI_ISL_11222421  2022-02-26  2022-03-21 ML 29793 Human Laborat 1 1
(m] hCoV-10/France/HDF -biopath-7747832579  Orginal EPI_ISL_11222371 2022-02-26  2022-03-21 ML 29793 Human Europe ole 2 ! Y] y v/ ‘
D | hoomaFuneshOr o Ta7av00d orgral | EPLISL 122z | 20220228 | 20220321 | sn | 20753 Muman | Eucps Frnce| S LIUWUNIFLENIIZUIALLAI LU ﬁ\l FJILAA LAUUITN
[J | hCoV-19/France/HDF-blopath-7748851271 Original  EPIISL_11220262  2022-03-02 20220321 ML 20793 Human  Europe/France Pole Au
) NCoV-19/franceDF-blopath-7748051362 Orgnal | EPLISL_11219836 | 20220303 | 202203-21 ML 20799 Human  EuropeFrance  Poie AL Y] dl & &
[ hCoV-19/francelHDF-biopath-7748852428 Onginal  EPLISL_11219820 2022-03-03 20220321 ML 20793 Human  Europe/France Pole Au LEJ a im u LCLJ a LEJ EJ 3\] LLa (%4 Lu Lﬁ a j LLa u m
[] | hCoV-19/France/HDF-biopath-7744392163 Original | EPIISL_11219102  2022-03-01 20220321 . 29784 Human Europe / France | Pole Au v
[] | hCoV-19/France/HDF-blopath-7748253890 Original | EPI_ISL_11217657 2022-03-07 20220321 29793 Human Europe / France | Blopath
(Olmapbox] O | nCov-18/anceMOF bopein7r127s2ss3 Orgeal | EPLISL W211eTo | 20220313 | 20221321 | ML | 28787 Hamen Europo ! France | Poiedu
Total: 64 viruses 2] > = EPI_SET Select Analysis Download

Most recent submission per country

Country Submission Count

103aMNF1UVBLA GISAID

|gj [ Y o < [~
® NULARHIATDULLNINILAYTIINUY YU

Country Country Total #GKA (AY.A/BAA) first  #GKA (AY.4/BA1) first detected in ~ %GKA (AY.4/BA.1) first detected in
Q Virus Name Submitted Q detected in France France in past 4 weeks France in past 4 weeks 1 dl v ) 1 a
France hCoV-19/France/HDF-biopath-7747832082/2022 ® 2022:03-1 France 53 17 04% GU fJ q ‘V] Lﬂ a G] f] 8 QVLg\l a ﬂ a q g\l f] ﬂ LLa SI’E‘] g\l ﬂ 3 a u
Belgium hCoV-19/Belgium/UMONS-J770541801/2022 © 20020314 Denmark 8 1 0.0% 6 v o w
Germany hCoV-19/Germany/NW-RKI-1-592489/2022 © 20220311 Germany 1 0 0.0% ﬂ q a Q Li ll 4 u
Denmark hCoV-19/Denmark/DCGC-408976/2022 @ 20220308 Netherlands 1 0 0.0% \
Netherlands hCoV-19/Netherlands/NH-inBiome-210856/2022 © 20220214 Belgium 1 ! 0 ® P34 GU AYILPARNTAID Uﬁ'ﬂa f
q

§1u71 64 viruses (a4 Jufl 22 il.a 65)



Variants under monitoring (VUM) ﬁ’]&lﬁuézﬁﬁaﬁaﬂm’lu

peAnsoudslanivualianeiuginaninsau (BA.1 x AY.4 recombinant)
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Variants under monitoring (VUMs):

Multiple countries, Sep-
B.1.640 GH/490R : WHple countries, Sep- ) Nov-2021

2021

~

BA.1 X AY.4 recombinant - - France, Jan-2021 09-Mar-2022

Vi

https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/
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1) myssunvaslsalada 19 Tuusamdlnefounamaduaeiug
lolunsau waziluanenwudeas BA.2 11nn31 BA.1 (BA.2 78.5%)

2) WUSIEWUZERs BA.2.2 91U9U 22 518 kA BA.2.3 61 518 31NN159
N130DATHARLINTTUNIA (WGS) N9 500 fragnannduani

3) ANeWUSHAL Ian1ATaY (BA.1+AY.4) fsreeundvialan 64 51
59R529dBUBANGT 4,000 518 (Fadudquiideanussmelne 73 518) dauwn
udneenslutneidslimsszuinvasaeiuginadraguindagiuanasuin
WHO dadulinamaseuduifissanewusiigasdlfinnu (Variant under
monitoring) delaififayatilemaiiaansundisn AUFULSS Laznvaund

4) 41M3nN15 UP 1azn15i39@nindudunsedulagmnizngy 608 &
AN WTY
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