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BQ.1 = BA.5.3.1.1.1.1.1

Registered Users EpiFlu™ EpiCoV™ EpiPox™ My profile

EpiCov™ | Search | Downloads | Upload

Search ¥ Reset filters
EPI_ISL ID | | Virus name | | EPI_SET ID | | ~|Complete(®)
Location |Asia I Thailand / ... \,' Host | \,' ~|High coverage(7)
Collection to Submission | | to | | _|Low coverage excluded (%)
Clade Lipeage |gq 1|  Substitutions () | . Variant [ :] ~ | With patient status (%)
| Collection date complete(7)
~IUnder investigation
A
~
Virus name Passage de Accession ID Collection da  Submission [ |(©)  Length Host Location Originating
hCoV-19/Thailand/NIC_BKK_22992/2022  Original EPI_ISL_15057586 2022-08 2022-09-21 @ 29,687 Human Asia / Thailand / Bumrungre

- hCoV-19/Thailand/NIC_BKK_22992/2022 EPI_ISL_15057586 2022-08 Asia Thailand Bangkok BE.1.1
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