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e LP.8.1* fidndnugsiianiudunniid 14 (42.0%) usiunlihianasesasieilesaudisdUnsii 17 (39.0%)
o NB.1.8.1 fdnduifintustnsdaiilosandUa i 14 (2.5%) auflsduanidl 17 (10.7%)

e XEC* fidndiuanandntiosanduniif 14 (22.3%) audsduaid 17 (17.8%)

Table 1: Global proportions of SARS-CoV-2 Variants, epidemiological week 14 to 17 of 2025

Lineage* Countries§ Sequences§ 2025-14 2025-15 2025-16 202517
VOis

JN.A1 | 143] 339570] 12.0] 12.1] 11.5] 9.7
VUMs

KP.3 85 61526 27 2.2 0.8 1.5
KP.3.1.1 B89 117331 9.5 10.8 10.2 8.5
LB.1 99 25457 24 2.5 1.7 0.9
XEC 73 52366 22.3 20.0 18.8 17.8
LP.8.1 51 15993 42.0 414 40.9 39.0
NE.1.8.1 22 518 2.5 4.1 7.1 10.7
Recombinant 144 513365 6.6 6.9 8.9 11.8
Others 111 35263 0.1 0.1 - 0.1

Figures by WHO, data from GISAID, extracted on 18 May 2025,
SNumber of countries and sequances are since the emargence of the variants.

"Tha variants listed include descendant lineages, excapl those individually specified elsewhere in the table.
The YOI and the YUMs that have shown increasing trends are highlighted in yellow, those that have remained stable are highlighted in blue, while those
with decreasing trends are highlighted in green.
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From: Y. Cao lab, https://www.biorxiv.org/content/10.1101/2025.04.30.651462v1.full.pdf
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JN.1* 17 2 1 9 5 34
KP.3.1.1* 1 0 2 1 1 5
KP.3* 0 0 0 1 1 2
LP.8.1* 3 0 1 0 9 13

NB.1.8.1 0 0 0 43 167 210
Other 1 2 0 9 5 17
XEC* 14 10 4 13 27 68

Grand Total 36 14 8 76 215 349
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1. WHO TAG-VE Risk Evaluation for SARS-CoV-2 Variant Under Monitoring:
NB.1.8.1(https://cdn.who.int/media/docs/default-source/documents/epp/tracking-sars-cov-

2/23052025 nb.1.8.1 ire.pdf)
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